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File: USPT 



Mar 29, 1994 



DOCUMENT -IDENTIFIER : US 5298422 A 
TITLE: Myogenic vector systems 



DATE FILED (1) : 
19911106 

capable ot inducing an antibody response. 

Detailed Description Text U°) = nhicken ske letal alpha actin gene which starts at 
The 3- untranslated region of the chicken skeletal P ^ region and cont iguous 

nucleotide 2060 and extends to 233 The compiet £raqmen t can be linked 

SSSlSl^oSSS rhelaturariranslSio^te^ination^od^to a copy DNA sequence 
cSJng fora polypeptide desired to be expressed. 

CLAIMS : 

binding protein . 
protein . 



lof 1 



11/13/02 6:57 PM 



Record Display Form 



□ f Generate Collection 



Print 



File: USPT 26, 1998 

L10: Entry 12 of 13 



DOCUMENT- IDENTIFIER: US 5756264 A f use 

TITLE: Expression vector systems and method of use 



DATE FILED (1) : 
19940309 



Br ief Summary Text (40): ^m,,^ nroinsulin, insulin, growth hormone, 

Specific examples'of these compounds ^^nsulin-like growth factor I. 

growth hormone release factor, androgen r P factor binding protein, 

insulin-like crowth factor II, insulin ike growt _ h „,^ . tropin, 

erythropoietin, clotting factors < VII, VIII, ^'°h factor, TGF-. alpha., TGF-.beta., 
prolactin, endorphin, enkephalins =p ^ gr w *h ^actor,^^ fac ? ors (e . g ., acidic 
nerve growth factors, dermal growth factor ^ b >' 9 3 d angiogeni n) , 
fibroblast growth factor, basic fibroblast growth ^ctor_a g ^ feron . anma . , 
antiangiogenesis factors ( interfer«- . a J^-; ^erf ero ^ ctors , ^ trix proteins (eg., 
thrombospondin) brain ^^^i^^^ Oncogenes (e.g ras fos, myc, erb, 
K? sL?1un?? n E 6 Tr e E ^ran sfo 9 rming seance _ f protein, Vgtf^^ , 

Rr-i ef Summary Text (47): vpf , tor desC ribed above may have its 5' flanking region 

in a preferred embodiment, the vector descriDea Da t- t icular the skeletal 

and/or its 3' flanking region from myogenic genes, in P«ticuia afc 
"alpha.-actin gene. The 3HJTR of the ^-/^^ " ^^pproxiLLly 0.3 Kb. The 
nucleotide 2060 and extends fc °2331 Sequence I^D^N , , pp ^ ^ gene an 

complete 3' flanking region with a 3 ^ *™ =°""L d immed iately following the natural 
additional 2.0 Kb. This 2.3 Kb fragment inked immed tne protein or RNA to be 

translation termination codon to a cD ^ e ™° be father and more precisely defined 
expressed. As discussed above ' ^"^^^ation analysis or their equivalents, 
by routine methodology, e.g. del wn o m f* ion or 5 ' region comprising, consisting. 
Preferably, the vector contains such a 3 region ° r 3 "comprising," 

or consisting essentially of the regions disclosed above T ^ a 

"consisting," or "consisting ^eentially of J« d ^i^s those regions as well as 

with the 3' or 5' regions of the P resen ^ in ^ en £ a ° n ^ ^ he desired vector activity 
those regions above ^^^r^Sl-^oS^e a change of ten nucleotides in 
^rorthfabovrregions.^hirfs'only an example and is non-limitmg . 

Brief Su mmary Text (58): f M i-iires a method for treating disease 

A fifth related as pect of the present invent on features a met* ^ ^ ^ ^ 

by transfecting cells with the above -"* e """ ro ^eStic cardiovascular , 

limited to muscle atrophy athe "^^■^seT SSte-. neuropathy, growth disorders 

cerebrovascular, or peripheral ^ulardisease, di ; codi for proteinB or 

and hemophilia. These vectors ~ntain nucleic acid qj s^.n in-like growth 

RNA. The sequences can encode f or * n * uiinx "^ ? arowth hormone, growth hormone 

f nt»r II. insul in gr owt h ^ ^^^^,^, 3?^^— « derivatives thereof, 

release hormone, androgen receptors, mut *"\* ndr i^ -receptor, nerve growth factor, or 

M;i2r^i" u SS«JS 1 ^ « s sss -inns- 

changes in a cell. 
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1 agggacgctg ccgcaccgcc ccagtttacc ccggggagcc atcatgaagc 
51 tgaatggcca ccagttggag aaccatgccc tgaaggtctc ctacatcccc 
101 gatgagcaga tagcacaggg acctgagaat gggcgccgag ggggctttgg 
151 ctctcggggt cagccccgcc agggctcacc tgtggcagcg ggggccccag 
201 ccaagcagca gcaagtggac atcccccttc ggctcctggt gcccacccag 
251 tatgtgggtg ccattattgg caaggagggg gccaccatcc gcaacatcac 
301 aaaacagacc cagtccaaga tagacgtgca taggaaggag aacgcaggtg 
351 cagctgaaaa agccatcagt gtgcactcca cccctgaggg ctgctcctcc 
401 gcttgtaaga tgatcttgga gattatgcat aaagaggcta aggacaccaa 
451 aacggctgac gaggttcccc tgaagatcct ggcccataat aactttgtag 
501 ggcgtctcat tggcaaggaa ggacggaacc tgaagaaggt agagcaagat 
551 accgagacaa aaatcaccat ctcctcgttg caagacctta ccctttacaa 
601 ccctgagagg accatcactg tgaagggggc catcgagaat tgttgcaggg 
651 ccgagcagga aataatgaag aaagttcggg aggcctatga gaatgatgtg 
701 gctgccatga gctctcacct gatccctggc ctgaacctgg ctgctgtagg 
751 tcttttccca gcttcatcca gcgcagtccc gccgcctccc agcagcgtta 
801 ctggggctgc tccctatagc tcctttatgc aggctcccga gcaggagatg 
851 gtgcaggtgt ttatccccgc ccaggcagtg ggcgccatca tcggcaagaa 
901 ggggcagcac atcaaacagc tctcccggtt tgccagcgcc tccatcaaga 
951 ttgcaccacc cgaaacacct gactccaaag ttcgtatggt tatcatcact 
1001 ggaccgccag aggcccaatt caaggctcag ggaagaatct atggcaaact 
1051 caaggaggag aacttctttg gtcccaagga ggaagtgaag ctggagaccc 
1101 acatacgtgt gccagcatca gcagctggcc gggtcattgg caaaggtgga 
1151 aaaacggtga acgagttgca gaatttgacg gcagctgagg tggtagtacc 
1201 aagagaccag acccctgatg agaacgacca ggtcatcgtg aaaatcatcg 
1251 gacatttcta tgccagtcag atggctcaac ggaagatccg agacatcctg 
1301 gcccaggtta agcagcagca tcagaaggga cagagtaacc aggcccaggc 
1351 acggaggaag tgaccagccc ctccctgtcc cttngagtcc aggacaacaa 
14 01 cgggcagaaa tcgagagtgt gctctccccg gcaggcctga gaatgagtgg 
1451 gaatccggga cacntgggcc gggctgtaga tcaggtttgc ccacttgatt 
1501 gagaaagatg ttccagtgag gaaccctgat ctntcagccc caaacaccca 
1551 cccaattggc ccaacactgt ntgcccctcg gggtgtcaga aattntagcg 
1601 caaggcactt ttaaacgtgg attgtttaaa gaagctctcc aggccccacc 
1651 aagagggtgg atcacacctc agtgggaaga aaaataaaat ttccttcagg 
1701 ttttaaaa 
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Retrieve results for an RID 



Translations 



Your request has been successfully submitted and put into the Blast Queue. 
Query = (1708 letters) 



The request ED is j iQ37229979-0i300-25298 



The results are estimated to be ready in 38 seconds but may be done sooner. 

Please press "FORMAT!" when you wish to check your results. You may change the formatting options for your result via the 
form below and press "FORMAT!" again. You may also request results of a different search by entering any other valid request 
ID to see other recent jobs. 4 
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entrez query 

Expect value 
range: 



or select from: Qnone) 
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4191608 1 gb IAAD09826.il IGF-II mRNA-binding protein 1 [Homo sapiens] 
Length = 577 

Score = 829 bits (2141), Expect = 0.0 

Identities = 428/445 (96%), Positives = 428/445 (96%), Gaps = 2/445 (0%) 
Frame = +2 

Query: 32 RGAIMKLNGHQLENHALKVSYIPDEQIAQGPENGRRGGFGSRGQPRQGSPVAAGAPAKQQ 211 

R AIMKLNGHQLENHALKVSYIPDEQIAQGPENGRRGGFGSRGQPRQGS PVAAGAPAKQQ 
Sbjct: 133 RQAIMKLNGHQLENHALKVSYIPDEQIAQGPENGRRGGFGSRGQPRQGSPVAAGAPAKQQ 192 

Query: 212 QVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 391 

QVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 
Sbjct: 193 QVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 252 

Query: 392 CSSACKMILEIMHKEAKDTKTADEVPLKILAHNNFVGRLIGKEGRNLKKVEQDTETKITI 571 

CSSACKMILEIMHKEAKDTKTADEVPLKILAHNNFVGRLIGKEGRNLKKVEQDTETKITI 
Sbjct: 253 CSS ACKMI LE IMHKEAKDTKTADEVPLKI LAHNNFVGRLI GKEGRNLKKVEQDTETKI T I 312 

Query: 572 SS LQDLTLYNPERTITVKGA1 ENCCRAEQE IMKKVREAYENDVAAMS — SHLI PGLNLAA 745 

SSLQDLTLYNPERTITVKGAIENCCRAEQEIMKKVREAYENDVAAMS SHLI PGLNLAA 
Sbjct: 313 SSLQDLTLYNPERTITVKGAIENCCRAEQEIMKKVREAYENDVAAMSLQSHLI PGLNLAA 372 

Query: 746 VGLFXXXXXXXXXXXXXXTGAAPYSS FMQAPEQEMVQVFI PAQAVGAI I GKKGQHIKQLS 925 

VGLF TGAAPYSS FMQAPEQEMVQVFI PAQAVGAI I GKKGQHIKQLS 

Sbjct: 373 VGLFPASSSAVPPPPSSVTGAAPYSS FMQAPEQEMVQVFI PAQAVGAI IGKKGQHIKQLS 432 

Query: 926 RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 1105 

RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 
Sbjct: 433 RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 492 

Query: 1106 RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 1285 

RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 
Sbjct: 493 RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 552 

Query: 1286 IRDILAQVKQQHQKGQSNQAQARRK 1360 " '^rr--- $ 7o l\ ^. 

IRDILAQVKQQHQKGQSNQAQARRK ' c \ 

Sbjct: 553 IRDILAQVKQQHQKGQSNQAQARRK 577 !l _ (1/^, y ^ 

>gi|21361352|ref|NP_006537.2| IGF-II mRNA-binding proteiii^Homo sapiens] 
gi I 7141072 |gb|AAF37203.1|AF198254_l mRNA-binding protein CRDBP [Homo sapiens] 
Length = 577 

Score = 825 bits (2131), Expect =0.0 

Identities = 426/445 (95%), Positives = 426/445 (95%), Gaps = 2/445 (0%) 



Frame = +2 



Query: 32 RGAIMKLNGHQLENHALKVSYIPDEQIAQGPENGRRGGFGSRGQPRQGSPVAAGAPAKQQ 211 

R AIMKLNGHQLENHALKVS Y I PDEQ I AQGPENGRRGGFGS RGQ PRQGS PVAAGAPAKQQ 
Sbjct: 133 RQAIMKLNGHQLENHALKVSYIPDEQIAQGPENGRRGGFGSRGQPRQGS PVAAGAPAKQQ 192 
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Query: 212 QVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 391 

QVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 
Sbjct: 193 QVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 252 

Query: 392 CSSACKMILEIMHKEAKDTKTADEVPLKILAHNNFVGRLIGKEGRNLKKVEQDTETKITI 571 

CSSACKMILEIMHKEAKDTKTADEVPLK LAHNNFVGRLIGKEGRNLKKVEQDTETKITI 
Sbjct: 253 CSSACKMILEIMHKEAKDTKTADEVPLKTIAHNNFVGRLIGKEGRNLKKVEQDTETKITI 312 

Query: 572 SSLQDLTLYNPERTITVKGAIENCCRAEQEIMKKVREAYENDVAAMS — SHLIPGLNLAA 745 

SSLQDLTLYNPERTITVKGAIENCCRAEQEIMKKVREAYENDVAAMS SHL PGLNLAA 
Sbjct: 313 SSLQDLTLYN PERT I TVKGAIENCCRAEQEIMKKVREAYENDVAAMSLQSHLT PGLNLAA 372 

Query: 746 VGL FXXXXXXXXXXXXXXT GAAP Y S S FMQAPEQEMVQVF I PAQAVGAI I GKKGQH I KQLS 925 

VGLF TGAAPYSSFMQAPEQEMVQVFI PAQAVGAI I GKKGQHI KQLS 

Sbjct: 373 VGLFPASSSAVPPPPSSVT GAAP YSSFMQAPEQEMVQVFI PAQAVGAI I GKKGQHI KQLS 432 

Query: 926 RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 1105 

RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 
Sbjct: 433 RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 492 

Query: 1106 RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 1285 

RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 
Sbjct: 493 RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 552 

Query: 1286 IRDILAQVKQQHQKGQSNQAQARRK 1360 

IRDILAQVKQQHQKGQSNQAQARRK 
Sbjct: 553 IRDILAQVKQQHQKGQSNQAQARRK 577 

>gi|6753518|ref |NP_034081.1| insulin-like growth factor 2, binding protein 1; 
coding region 

determinant binding protein; zipcode-binding protein 1; 
zipcode binding protein 1 [Mus musculus] 
gi|3273749|gb|AAC72743.1| coding region determinant binding protein [Mus 
musculus] 

gi 1 12851514 | dbj IBAB29071.il coding region determinant binding protein-data 
source :MGD, source 

key:MGI: 1330862, evidence : ISS-putative [Mus musculus] 
Length = 577 

Score = 822 bits (2123), Expect =0.0 

Identities = 424/445 (95%), Positives = 425/445 (95%), Gaps = 2/445 (0%) 
Frame = +2 

Query: 32 RGAIMKLNGHQLENHALKVSYIPDEQIAQGPENGRRGGFGSRGQPRQGS PVAAGAPAKQQ 211 

R AIMKLNGHQLENHALKVS YI PDEQI QGPENGRRGGFGSRGQPRQGS PVAAGAPAKQQ 
Sbjct: 133 RQAIMKLNGHQLENHALKVS Y I PDEQI TQGPENGRRGGFGS RGQ PRQGS PVAAGAPAKQQ 192 

Query: 212 QVDI PLRLLVPTQ Y VGAI I GKE GAT I RNI TKQTQSKI DVHRKENAGAAEKAI SVHST PEG 391 
VDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 
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Sbjct: 193 PVDIPLRLLVPTQYVGAIIGKEGATIRNITKQTQSKIDVHRKENAGAAEKAISVHSTPEG 252 

Query: 392 CSSACKMILEIMHKEAKDTKTADEVPLKILAHNNFVGRLIGKEGRNLKKVEQDTETKITI 571 

CSSACKMILEIMHKEAKDTKTADEVPLKILAHNNFVGRLIGKEGRNLKKVEQDTETKITI 
Sbjct: 253 CSSACKMILEIMHKEAKDTKTADEVPLKILAHNNFVGRLIGKEGRNLKKVEQDTETKITI 312 

Query: 572 SSLQDLTLYNPERTITVKGAIENCCRAEQEIMKKVREAYENDVAAMS — SHLIPGLNLAA 745 

S S LQDLT L YNPERT I TVKGAI E NCCRAE QE IMKKVREAYENDVAAMS SHLI PGLNLAA 
Sbjct: 313 SSLQDLTLYNPERTITVKGAIENCCRAEQEIMKKVREAYENDVAAMSLQSHLI PGLNLAA 372 

Query: 746 VGLFXXXXXXXXXXXXXXTGAAPYSSFMQAPEQEMVQVFI PAQAVGAI IGKKGQHIKQLS 925 

VGLF TGAAPYSSFMQAPEQEMVQVFI PAQAVGAI IGKKGQHIKQLS 

Sbjct: 373 VGLFPASSSAVPPPPSSVTGAAPYSSFMQAPEQEMVQVFI PAQAVGAI IGKKGQHIKQLS 432 

Query: 926 RFASASIKIAPPETPDSKVRMVIITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 1105 

RFASASIKIAPPETPDSKVRMV+ITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 
Sbjct: 433 RFASASIKIAPPETPDSKVRMWITGPPEAQFKAQGRIYGKLKEENFFGPKEEVKLETHI 492 

Query: 1106 RVPASAAGRVIGKGGKTVNELQNLTAAEWVPRDQTPDENDQVIVKIIGHFYASQMAQRK 1285 

RVPASAAGRVIGKGGKTVNELQNLTAAEWVPRDQTPDENDQVIVKIIGHFYASQMAQRK 
Sbjct: 493 RVPASAAGRVIGKGGKTVNELQNLTAAEVWPRDQTPDENDQVIVKIIGHFYASQMAQRK 552 

Query: 1286 IRDILAQVKQQHQKGQSNQAQARRK 1360 

I RD I LAQVKQQHQKGQS N AQARRK 
Sbjct: 553 IRDILAQVKQQHQKGQSNLAQARRK 577 

>gi|20343516|ref|XP_109627.1| insulin-like growth factor 2, binding protein 1 

[Mus musculus] 

Length = 441 
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